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Abstract

Japanese rosy bitterling (Rhodeus ocellatus kurumeus) is a critically endangered freshwater fish
in Japan. One of its few known habitats is located in the East Kagawa area where the Kagawa
Prefectural Government is implementing and promoting conservation action. We have genetically
monitored the East Kagawa populations of E. o. kurumeus to evaluate the efficacy of the prefectural
government’s protection project. In 2012 we identified mitochondrial DNA haplotypes of 74 fish
sampled from 8 ponds in the watersheds of the Kasuga River, the Shin River, the Kabe River, and
the Tsuda River. The results showed no detection of the mitochondrial DNA haplotype of R. o.
ocellatus in the samples. This suggested that the 8 ponds have not been invaded by K. o. ocellatus
yet. Extensive and annual monitoring of the East Kagawa populations of R. o. kurumeus is
indispensable for the protection of their habitats from invasive alien species.
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